Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.004 Å; R factor = 0.050; wR factor = 0.080; data-to-parameter ratio = 12.9. organic compounds o1364 Ton and Bolte
In the crystal of the title compound [systematic name: 2-(3,5diamino-6-chloropyrazin-2-ylcarbonyl)guanidinium chloride methanol disolvate], C 6 H 9 ClN 7 O + ÁCl À Á2CH 3 OH , the components are connected by N-HÁ Á ÁN, N-HÁ Á ÁCl, N-HÁ Á ÁO, O-HÁ Á ÁCl and O-HÁ Á ÁO hydrogen bonds into a threedimensional network. The dihedral angle between the aromatic ring and the guanidine residue is 6.0 (2) .
Related literature
For other salts of amiloride, see: Pretscher et al. (2001) ; Zeslawska et al. (2004) .
Experimental
Crystal data 
Data collection
Stoe IPDS II two-circle diffractometer Absorption correction: multi-scan (MULABS; Spek, 2009; Blessing, 1995) T min = 0.874, T max = 0.914 19184 measured reflections 2739 independent reflections 1852 reflections with I > 2(I) R int = 0.071 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.080 S = 0.96 2739 reflections 212 parameters 9 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.22 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày; Àz þ 1; (ii) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 ; (iii) x þ 1 2 ; Ày þ 1 2 ; z þ 1 2 ; (iv) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (v) x À 1; y; z.
Data collection: X-AREA (Stoe & Cie, 2001); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: NG2772). supporting information Acta Cryst. (2010) . E66, o1364 [https://doi.org/10.1107/S1600536810017484] Amiloride hydrochloride methanol disolvate Cuong Quoc Ton and Michael Bolte S1. Experimental Crystals of the title structure were obtained by recrystallization of amiloride hydrochloride (100 mg) from a methanol (3 g) solution. respectively. The methyl and hydroxyl groups were allowed to rotate but not to tip. H atoms bonded to N were refined with a distance restraint of 0.88 (1)Å and with U(H) = 1.2 U eq (N).
S2. Refinement

Figure 1
Perspective view of the asymmetric unit of the title compound. Displacement ellipsoids are at the 50° probability level. 
2-(3,5-diamino-6-chloropyrazin-2-ylcarbonyl)guanidinium chloride methanol disolvate
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.22 e Å −3 Δρ min = −0.25 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Symmetry codes: (i) −x+2, −y, −z+1; (ii) −x+3/2, y−1/2, −z+1/2; (iii) x+1/2, −y+1/2, z+1/2; (iv) −x+1/2, y−1/2, −z+1/2; (v) x−1, y, z.
